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<210> 1 

<211> 1272 

<212> DNA 

<213> homo sapiens 

<400> 1 

atggccccac tcggatactt cttactcctc 
ccgatctggt ggtcgctggc tgttgggcca 
ctgtgtgcca gcatcccggg cctggtcccc 
gagatcatgc ccagcgtggc cgagggcatc 
ttccgcggcc gccggtggaa ctgcaccacc 
gtgctggaca aagctaccag ggagtcggcc 
gcctttgcag tgacacgctc atgtgcagaa 
cgccaccagg gctcaccagg caagggctgg 
tttggtggga tggtgtctcg ggagttcgcc 
tcagccatga accgccacaa caacgaggct 
ctcaagtgca agtgccacgg gctgtcgggc 
caacccgact tccgcgccat cggtgacttc 
atggtggtgg agaagcaccg ggagtcccgc 
acctacttca aggtgcccac ggagcgcgac 
tgcgagccca accctgagac gggctccttc 
tcgcacggca tcgacggctg cgacctgctg 
gagcggcgcc gggagaagtg ccgctgcgtg 
gagtgcacgc gcgtctacga cgtgcacacc 
tcaggtccct gtcggagtct tgcttggatc 
ctggagcaac ttccaaggtc tgggggacta 
gctgtcagtg gctgccttcg ggatcatctg 
gacacttcct ag 

<210> 2 



tgcagcctga agcaggctct 
cagtattcct ccctgggctc 
aagcagctcc gcttctgcag 
aagattggca tccaggagtg 
gtccacgaca gcctggccat 
tttgtccacg ccattgcctc 
ggcacggccg ccatctgtgg 
aagtggggtg gctgtagcga 
gacgcccggg agaaccggcc 
gggcgccagg ccatcgccag 
agctgcgagg tgaagacatg 
ctcaaggaca agtacgacag 
ggctgggtgg agaccctgcg 
ctggtctact acgaggcctc 
ggcacgcgcg accgcacctg 
tgctgcggcc gcggccacaa 
ttccactggt gctgctacgt 
tgcaaggatg gatgcctcag 
tggagccctg gatcccaggg 
ggtcagtgtt cctccctgca 
ggagggcttc caggaggagg 



gggcagctac 


60 


gcagcccatc 


120 


gaactacgtg 


180 


ccagcaccag 


240 


cttcgggccc 


300 


agccggtgtg 


360 


ctgcagcagc 


420 


ggacatcgag 


480 


agatgcccgc 


540 


ccacatgcac 


600 


ctggtggtcg 


660 


cgcctcggag 


720 


gccgcgctac 


780 


gcccaacttc 


840 


caacgtcagc 


900 


cgcgcgagcg 


960 


cagctgccag 


1020 


gacagggcac 


1080 


gcatgacctc 


1140 


gaactggact 


1200 


tgagcatggg 


1260 




1272 



1 



<211> 423 
<212> PRT 
<213> homo sapiens 



<400> 2 

Met Ala Pro Leu Gly Tyr Phe Leu Leu Leu Cys Ser Leu Lys Gin Ala 

15 10 15 

Leu Gly Ser Tyr Pro He Trp Trp Ser Leu Ala Val Gly Pro Gin Tyr 

20 25 30 

Ser Ser Leu Gly Ser Gin Pro He Leu Cys Ala Ser He Pro Gly Leu 

35 40 45 

Val Pro Lys Gin Leu Arg Phe Cys Arg Asn Tyr Val Glu He Met Pro 

50 55 60 

Ser Val Ala Glu Gly He Lys He Gly He Gin Glu Cys Gin His Gin 
65 70 75 80 

Phe Arg Gly Arg Arg Trp Asn Cys Thr Thr Val His Asp Ser Leu Ala 

85 90 95 

He Phe Gly Pro Val Leu Asp Lys Ala Thr Arg Glu Ser Ala Phe Val 

100 105 110 

His Ala He Ala Ser Ala Gly Val Ala Phe Ala Val Thr Arg Ser Cys 

115 120 125 

Ala Glu Gly Thr Ala Ala He Cys Gly Cys Ser Ser Arg His Gin Gly 

130 135 140 

Ser Pro Gly Lys Gly Trp Lys Trp Gly Gly Cys Ser Glu Asp He Glu 
145 150 155 160 

Phe Gly Gly Met Val Ser Arg Glu Phe Ala Asp Ala Arg Glu Asn Arg 

165 170 175 

Pro Asp Ala Arg Ser Ala Met Asn Arg His Asn Asn Glu Ala Gly Arg 

180 185 190 

Gin Ala He Ala Ser His Met His Leu Lys Cys Lys Cys His Gly Leu 

195 200 205 

Ser Gly Ser Cys Glu Val Lys Thr Cys Trp Trp Ser Gin Pro Asp Phe 

210 215 220 

Arg Ala He Gly Asp Phe Leu Lys Asp Lys Tyr Asp Ser Ala Ser Glu 
225 230 235 240 

Met Val Val Glu Lys His Arg Glu Ser Arg Gly Trp Val Glu Thr Leu 

245 250 255 

Arg Pro Arg Tyr Thr Tyr Phe Lys Val Pro Thr Glu Arg Asp Leu Val 

260 265 270 

Tyr Tyr Glu Ala Ser Pro Asn Phe Cys Glu Pro Asn Pro Glu Thr Gly 

275 280 285 

Ser Phe Gly Thr Arg Asp Arg Thr Cys Asn Val Ser Ser His Gly He 

290 295 300 

Asp Gly Cys Asp Leu Leu Cys Cys Gly Arg Gly His Asn Ala Arg Ala 
305 310 315 320 

Glu Arg Arg Arg Glu Lys Cys Arg Cys Val Phe His Trp Cys Cys Tyr 

325 330 335 

Val Ser Cys Gin Glu Cys Thr Arg Val Tyr Asp Val His Thr Cys Lys 

340 345 350 

Asp Gly Cys Leu Arg Thr Gly His Ser Gly Pro Cys Arg Ser Leu Ala 

355 360 365 

Trp He Trp Ser Pro Gly Ser Gin Gly His Asp Leu Leu Glu Gin Leu 

370 375 380 

Pro Arg Ser Gly Gly Leu Gly Gin Cys Ser Ser Leu Gin Asn Trp Thr 
385 390 395 400 

Ala Val Ser Gly Cys Leu Arg Asp His Leu Gly Gly Leu Pro Gly Gly 



2 



405 

Gly Glu His Gly Asp Thr Ser 
420 



410 



415 



<210> 3 

<211> 1059 

<212> DNA 

<213> homo sapiens 



<400> 3 

atggccccac tcggatactt cttactcctc tgcagcctga agcaggctct gggcagctac 
ccgatctggt ggtcgctggc tgttgggcca cagtattcct ccctgggctc gcagcccatc 
ctgtgtgcca gcatcccggg cctggtcccc aagcagctcc gcttctgcag gaactacgtg 
gagatcatgc ccagcgtggc cgagggcatc aagattggca tccaggagtg ccagcaccag 
ttccgcggcc gccggtggaa ctgcaccacc gtccacgaca gcctggccat cttcgggccc 3 00 

gtgctggaca aagctaccag ggagtcggcc tttgtccacg ccattgcctc agccggtgtg 3 60 

gcctttgcag tgacacgctc atgtgcagaa ggcacggccg ccatctgtgg ctgcagcagc 420 
cgccaccagg gctcaccagg caagggctgg aagtggggtg gctgtagcga ggacatcgag 480 
tttggtggga tggtgtctcg ggagttcgcc gacgcccggg agaaccggcc agatgcccgc 540 
tcagccatga accgccacaa caacgaggct gggcgccagg ccatcgccag ccacatgcac 
ctcaagtgca agtgccacgg gctgtcgggc agctgcgagg tgaagacatg ctggtggtcg 
caacccgact tccgcgccat cggtgacttc ctcaaggaca agtacgacag cgcctcggag 
atggtggtgg agaagcaccg ggagtcccgc ggctgggtgg agaccctgcg gccgcgctac 
acctacttca aggtgcccac ggagcgcgac ctggtctact acgaggcctc gcccaacttc 
tgcgagccca accctgagac gggctccttc ggcacgcgcg accgcacctg caacgtcagc 900 
tcgcacggca tcgacggctg cgacctgctg tgctgcggcc gcggccacaa cgcgcgagcg 
gagcggcgcc gggagaagtg ccgctgcgtg ttccactggt gctgctacgt cagctgccag 
gagtgcacgc gcgtctacga cgtgcacacc tgcaagtag 



120 
180 
240 



600 
660 
720 
780 
840 



960 
1020 
1059 



<210> 4 
<211> 352 
<212> PRT 

<213> homo sapiens 



<400> 4 






























Met 


Ala 


Pro 


Leu 


Gly 


Tyr 


Phe 




Leu 


Leu 


Cys 


Ser 




Lys 


Gin 


Ala 


1 








5 










10 










15 






Gly 


Ser 


Tyr 


Pro 


He 


Trp 


Trp 


Ser 




Ala 


Val 


Gly 


Pro 


Gin 


Tyr 








20 










25 










30 






Ser 


Ser 


Leu 


Gly 


Ser 


Gin 


Pro 


He 


Leu 


Cys 


Ala 


Ser 


He 


Pro 


Gly 








35 










40 










45 








Val 


Pro 


Lys 


Gin 


Leu 


Arg 


Phe 


Cys 


Arg 


Asn 


Tyr 


Val 


Glu 


He 


Met 


Pro 




50 










55 










60 










Ser 


Val 


Ala 


Glu 


Gly 


He 


Lys 


He 


Gly 


He 


Gin 


Glu 


Cys 


Gin 


His 


Gin 


65 










70 










75 










80 


Phe 


Arg 


Gly 


Arg 


Arg 


Trp 


Asn 


Cys 


Thr 


Thr 


Val 


His 


Asp 


Ser 


Leu 


Ala 








85 










90 










95 




He 


Phe 


Gly 


Pro 


Val 


Leu 


Asp 


Lys 


Ala 


Thr 


Arg 


Glu 


Ser 


Ala 


Phe 


Val 








100 










105 










110 






His 


Ala 


He 


Ala 


Ser 


Ala 


Gly Val 


Ala 


Phe 


Ala 


Val 


Thr 


Arg 


Ser 


Cys 






115 










120 










125 








Ala 


Glu 


Gly 


Thr 


Ala 


Ala 


He 


Cys 


Gly 


Cys 


Ser 


Ser 


Arg 


His 


Gin 


Gly 




130 










135 










140 










Ser 


Pro 


Gly 


Lys 


Gly 


Trp 


Lys 


Trp 


Gly 


Gly 


Cys 


Ser 


Glu 


Asp 


He 


Glu 


145 










150 










155 










160 


Phe 


Gly 


Gly Met 


Val 


Ser 


Arg 


Glu 


Phe 


Ala 


Asp 


Ala 


Arg 


Glu 


Asn 


Arg 



3 



Pro Asp Ala Arg 
180 

Gin Ala lie Ala 
195 

Ser Gly Ser Cys 
210 

Arg Ala lie Gly 
225 

Met Val Val Glu 

Arg Pro Arg Tyr 
260 

Tyr Tyr Glu Ala 
275 

Ser Phe Gly Thr 
290 

Asp Gly Cys Asp 
305 

Glu Arg Arg Arg 

Val Ser Cys Gin 
340 



165 

Ser Ala Met Asn 

Ser His Met His 
200 

Glu Val Lys Thr 
215 

Asp Phe Leu Lys 
230 

Lys His Arg Glu 
245 

Thr Tyr Phe Lys 

Ser Pro Asn Phe 
280 

Arg Asp Arg Thr 
295 

Leu Leu Cys Cys 
310 

Glu Lys Cys Arg 
325 

Glu Cys Thr Arg 



170 

Arg His Asn Asn 
185 

Leu Lys Cys Lys 

Cys Trp Trp Ser 
220 

Asp Lys Tyr Asp 
235 

Ser Arg Gly Trp 
250 

Val Pro Thr Glu 
265 

Cys Glu Pro Asn 

Cys Asn Val Ser 
300 

Gly Arg Gly His 
315 

Cys Val Phe His 
330 

Val Tyr Asp Val 
345 



175 

Glu Ala Gly Arg 
190 

Cys His Gly Leu 
205 

Gin Pro Asp Phe 

Ser Ala Ser Glu 
240 

Val Glu Thr Leu 
255 

Arg Asp Leu Val 
270 

Pro Glu Thr Gly 
285 

Ser His Gly lie 

Asn Ala Arg Ala 
320 

Trp Cys Cys Tyr 
335 

His Thr Cys Lys 
350 



<210> 5 

<211> 1505 

<212> DNA 

<213> homo sapiens 



ccgccctcgg agcccgcgca cacccgcgca cccgcggccg caggagggcc cagcgacgcc 60 

gccgcgccag ctcccagggc ccggcccccc ccggcgctca cgctctcggg gcggactccc 120 

ggccctccgc gccctctcgc gcggcgatgg ccccactcgg atacttctta ctcctctgca 180 

gcctgaagca ggctctgggc agctacccga tctggtggtc gctggctgtt gggccacagt 240 

attcctccct gggctcgcag cccatcctgt gtgccagcat cccgggcctg gtccccaagc 300 

agctccgctt ctgcaggaac tacgtggaga tcatgcccag cgtggccgag ggcatcaaga 3 60 

ttggcatcca ggagtgccag caccagttcc gcggccgccg gtggaactgc accaccgtcc 420 

acgacagcct ggccatcttc gggcccgtgc tggacaaagc taccagggag tcggcctttg 480 

tccacgccat tgcctcagcc ggtgtggcct ttgcagtgac acgctcatgt gcagaaggca 540 

cggccgccat ctgtggctgc agcagccgcc accagggctc accaggcaag ggctggaagt 60 0 

ggggtggctg tagcgaggac atcgagtttg gtgggatggt gtctcgggag ttcgccgacg 6 60 

cccgggagaa ccggccagat gcccgctcag ccatgaaccg ccacaacaac gaggctgggc 720 

gccaggccat cgccagccac atgcacctca agtgcaagtg ccacgggctg tcgggcagct 78 0 

gcgaggtgaa gacatgctgg tggtcgcaac ccgacttccg cgccatcggt gacttcctca 840 

aggacaagta cgacagcgcc tcggagatgg tggtggagaa gcaccgggag tcccgcggct 9 00 

gggtggagac cctgcggccg cgctacacct acttcaaggt gcccacggag cgcgacctgg 9 60 

tctactacga ggcctcgccc aacttctgcg agcccaaccc tgagacgggc tccttcggca 1020 

cgcgcgaccg cacctgcaac gtcagctcgc acggcatcga cggctgcgac ctgctgtgct 1080 

gcggccgcgg ccacaacgcg cgagcggagc ggcgccggga gaagtgccgc tgcgtgttcc 114 0 

actggtgctg ctacgtcagc tgccaggagt gcacgcgcgt ctacgacgtg cacacctgca 1200 

aggatggatg cctcaggaca gggcactcag gtccctgtcg gagtcttgct tggatctgga 1260 

gccctggatc ccaggggcat gacctcctgg agcaacttcc aaggtctggg ggactaggtc 132 0 

agtgttcctc cctgcagaac tggactgctg tcagtggctg ccttcgggat catctgggag 1380 

ggcttccagg aggaggtgag catggggaca cttcctaggg ctccaacatc ctcctgtaat 1440 

tctgagattg catccctgca gacgccagga aaaaagtggg ttcccatggc agccggggag 1500 

ccctc 1505 



4 



<210> 6 
<211> 1110 
<212> DNA 
<213> homo sapiens 

<400> 6 

atgctgtgct gcattcagtg cctctgcctg 
caaggaggcc cccattgtct catccccatt 
aggtcagtga acaatttcct gataacaggt 
gtggccttgg gtgcccagag tggcatcgag 
tggaactgcc ctgaaaatgc tcttcagctc 
agagagactt ccttcataca tgctatcagc 
aactgtagca tgggtgactt cgaaaactgt 
ggaggccatg gctggatctg gggaggctgc 
tccaaactct ttgtggacag tttggagaag 
cacaacaaca gggccggcag actggcagtg 
catggcatct ctgggagctg cagcatacag 
gagatgggag actacctaaa ggccaagtat 
cggcagctga gagctgggaa cagcgccgag 
cctagcgcag aggcggaact gatcttttta 
tccagcctgg gcatctatgg cacagagggt 
tccaggtggg agcgacgtag ctgtgggcgc 
gagaggaaaa ctgaggtcat aagcagctgt 
aagtgtgacc agtgtaggca tgtggtgagc 
gcccagtccc tgggtaaggg cagtgcctga 

<210> 7 
<211> 369 
<212> PRT 

<213> homo sapiens 
<400> 7 

Met Leu Cys Cys He Gin Cys Leu Cys Leu Val Ser Pro Phe Pro Thr 

15 10 15 

Leu Thr Pro Cys Gin Gly Gly Pro His Cys Leu lie Pro He His Leu 

20 25 30 

Cy.s Leu Thr Phe Ser Leu Phe Gly Arg Ser Val Asn Asn Phe Leu He 

35 40 45 

Thr Gly Pro Lys Ala Tyr Leu Thr Tyr Thr Thr Ser Val Ala Leu Gly 

50 55 60 

Ala Gin Ser Gly He Glu Glu Cys Lys Phe Gin Phe Ala Trp Glu Arg 
65 70 75 80 

Trp Asn Cys Pro Glu Asn Ala Leu Gin Leu Ser Thr His Asn Arg Leu 

85 90 95 

Arg Ser Ala Thr Arg Glu Thr Ser Phe He His Ala He Ser Ser Ala 

100 105 110 

Gly Val Met Tyr He He Thr Lys Asn Cys Ser Met Gly Asp Phe Glu 

115 120 125 

Asn Cys Gly Cys Asp Gly Ser Asn Asn Gly Lys Thr Gly Gly His Gly 

130 135 140 

Trp He Trp Gly Gly Cys Ser Asp Asn Val Glu Phe Gly Glu Arg He 
145 150 155 160 

Ser Lys Leu Phe Val Asp Ser Leu Glu Lys Gly Lys Asp Ala Arg Ala 

165 170 175 

Leu Met Asn Leu His Asn Asn Arg Ala Gly Arg Leu Ala Val Arg Ala 
180 185 190 



gtaagtcctt tcccaaccct 
cacctctgcc tcactttttc 
cccaaggcct atctgaccta 
gagtgcaagt tccagtttgc 
tccacccaca acaggctgag 
tctgctggag tcatgtacat 
ggctgtgatg ggtcaaacaa 
agcgacaatg tggaatttgg 
gggaaggatg ccagagccct 
agagccacca tgaaaaggac 
acatgctggc tgcagctggc 
gaccaggcgc tgaaaattga 
ggccactggg tgcccgctga 
gaggaatcac cagattactg 
cgtgagtgcc tacagaacag 
ctgtgcactg agtgtgggct 
aactgcaaat tccagtggtg 
aagtattact gcgcacgctc 



cactccttgc 50 

tctttttggt 120 

cacgactagt 180 

ttgggaacgc 240 

aagtgctacc 3 00 

catcaccaag 360 

tggaaaaaca 420 

ggaaaggatc 480 

gatgaatctt 540 

atgcaaatgt 6 00 

tgaattccgg 660 

aatggataag 72 0 

ggccttcctt 780 

tacctgcaat 840 

ccacaacaca 900 

gcaggtggaa 9 60 

ctgtacggtc 1020 

cccaggcagt 1080 
1110 



5 



Thr Met Lys Arg Thr Cys Lys Cys His Gly lie Ser Gly Ser Cys Ser 

195 200 205 

lie Gin Thr Cys Trp Leu Gin Leu Ala Glu Phe Arg Glu Met Gly Asp 

210 215 220 

Tyr Leu Lys Ala Lys Tyr Asp Gin Ala Leu Lys lie Glu Met Asp Lys 
225 230 235 240 

Arg Gin Leu Arg Ala Gly Asn Ser Ala Glu Gly His Trp Val Pro Ala 

245 250 255 

Glu Ala Phe Leu Pro Ser Ala Glu Ala Glu Leu lie Phe Leu Glu Glu 

260 265 270 

Ser Pro Asp Tyr Cys Thr Cys Asn Ser Ser Leu Gly lie Tyr Gly Thr 

275 280 285 

Glu Gly Arg Glu Cys Leu Gin Asn Ser His Asn Thr Ser Arg Trp Glu 

290 295 300 

Arg Arg Ser Cys Gly Arg Leu Cys Thr Glu Cys Gly Leu Gin Val Glu 
305 310 315 320 

Glu Arg Lys Thr Glu Val lie Ser Ser Cys Asn Cys Lys Phe Gin Trp 

325 330 335 

Cys Cys Thr Val Lys Cys Asp Gin Cys Arg His Val Val Ser Lys Tyr 

340 345 350 

Tyr Cys Ala Arg Ser Pro Gly Ser Ala Gin Ser Leu Gly Lys Gly Ser 
355 360 365 

Ala 



<210> 8 

<211> 1056 

<212> DNA 

<213> homo sapiens 

<400> 8 

atggggaacc tgtttatgct ctgggcagct ctgggcatat gctgtgctgc attcagtgcc 60 

tctgcctggt cagtgaacaa tttcctgata acaggtccca aggcctatct gacctacacg 120 

actagtgtgg ccttgggtgc ccagagtggc atcgaggagt gcaagttcca gtttgcttgg 180 

gaacgctgga actgccctga aaatgctctt cagctctcca cccacaacag gctgagaagt 240 

gctaccagag agacttcctt catacatgct atcagctctg ctggagtcat gtacatcatc 3 00 

accaagaact gtagcatggg tgacttcgaa aactgtggct gtgatgggtc aaacaatgga 3 60 

aaaacaggag gccatggctg gatctgggga ggctgcagcg acaatgtgga atttggggaa 420 

aggatctcca aactctttgt ggacagtttg gagaagggga aggatgccag agccctgatg 480 

aatcttcaca acaacagggc cggcagactg gcagtgagag ccaccatgaa aaggacatgc 54 0 

aaatgtcatg gcatctctgg gagctgcagc atacagacat gctggctgca gctggctgaa 600 

ttccgggaga tgggagacta cctaaaggcc aagtatgacc aggcgctgaa aattgaaatg 660 

gataagcggc agctgagagc tgggaacagc gccgagggcc actgggtgcc cgctgaggcc 720 

ttccttccta gcgcagaggc ggaactgatc tttttagagg aatcaccaga ttactgtacc 780 

tgcaattcca gcctgggcat ctatggcaca gagggtcgtg agtgcctaca gaacagccac 840 

aacacatcca ggtgggagcg acgtagctgt gggcgcctgt gcactgagtg tgggctgcag 9 00 

gtggaagaga ggaaaactga ggtcataagc agctgtaact gcaaattcca gtggtgctgt 9 60 

acggtcaagt gtgaccagtg taggcatgtg gtgagcaagt attactgcgc acgctcccca 1020 

ggcagtgccc agtccctggg taagggcagt gcctga 1056 

<210> 9 
<211> 351 
<212> PRT 

<213> homo sapiens 
<400> 9 



6 



Met Gly Asn Leu Phe Met Leu Trp Ala Ala Leu Gly lie Cys Cys Ala 

15 10 15 

Ala Phe Ser Ala Ser Ala Trp Ser Val Asn Asn Phe Leu lie Thr Gly 

20 25 30 

Pro Lys Ala Tyr Leu Thr Tyr Thr Thr Ser Val Ala Leu Gly Ala Gin 

35 40 45 

Ser Gly lie Glu Glu Cys Lys Phe Gin Phe Ala Trp Glu Arg Trp Asn 

50 55 60 

Cys Pro Glu Asn Ala Leu Gin Leu Ser Thr His Asn Arg Leu Arg Ser 
65 70 75 80 

Ala Thr Arg Glu Thr Ser Phe He His Ala He Ser Ser Ala Gly Val 

85 90 95 

Met Tyr He He Thr Lys Asn Cys Ser Met Gly Asp Phe Glu Asn Cys 

100 105 110 

Gly Cys Asp Gly Ser Asn Asn Gly Lys Thr Gly Gly His Gly Trp He 

115 120 125 

Trp Gly Gly Cys Ser Asp Asn Val Glu Phe Gly Glu Arg He Ser Lys 

130 135 140 

Leu Phe Val Asp Ser Leu Glu Lys Gly Lys Asp Ala Arg Ala Leu Met 
145 150 155 160 

Asn Leu His Asn Asn Arg Ala Gly Arg Leu Ala Val Arg Ala Thr Met 

165 170 175 

Lys Arg Thr Cys Lys Cys His Gly He Ser Gly Ser Cys Ser He Gin 

180 185 190 

Thr Cys Trp Leu Gin Leu Ala Glu Phe Arg Glu Met Gly Asp Tyr Leu 

195 200 205 

Lys Ala Lys Tyr Asp Gin Ala Leu Lys He Glu Met Asp Lys Arg Gin 

210 215 220 

Leu Arg Ala Gly Asn Ser Ala Glu Gly His Trp Val Pro Ala Glu Ala 
225 230 235 240 

Phe Leu Pro Ser Ala Glu Ala Glu Leu He Phe Leu Glu Glu Ser Pro 

245 250 255 

Asp Tyr Cys Thr Cys Asn Ser Ser Leu Gly He Tyr Gly Thr Glu Gly 

260 265 270 

Arg Glu Cys Leu Gin Asn Ser His Asn Thr Ser Arg Trp Glu Arg Arg 

275 280 285 

Ser Cys Gly Arg Leu Cys Thr Glu Cys Gly Leu Gin Val Glu Glu Arg 

290 295 300 

Lys Thr Glu Val He Ser Ser Cys Asn Cys Lys Phe Gin Trp Cys Cys 
305 310 315 320 

Thr Val Lys Cys Asp Gin Cys Arg His Val Val Ser Lys Tyr Tyr Cys 

325 330 335 

Ala Arg Ser Pro Gly Ser Ala Gin Ser Leu Gly Lys Gly Ser Ala 
340 345 350 

<210> 10 

<211> 768 

<212> DNA 

<213> homo sapiens 

<400> 10 

atgtacatca tcaccaagaa ctgtagcatg ggtgacttcg aaaactgtgg ctgtgatggg 60 

tcaaacaatg gaaaaacagg aggccatggc tggatctggg gaggctgcag cgacaatgtg 120 

gaatttgggg aaaggatctc caaactcttt gtggacagtt tggagaaggg gaaggatgcc 180 

agagccctga tgaatcttca caacaacagg gccggcagac tggcagtgag agccaccatg 240 

aaaaggacat gcaaatgtca tggcatctct gggagctgca gcatacagac atgctggctg 3 00 



7 



cagctggctg 
aaaattgaaa 
cccgctgagg 
gattactgta 
cagaacagcc 
tgtgggctgc 
cagtggtgct 
gcacgctccc 



aattccggga 
tggataagcg 
ccttccttcc 
cctgcaattc 
acaacacatc 
aggtggaaga 
gtacggtcaa 
caggcagtgc 



gatgggagac tacctaaagg ccaagtatga ccaggcgctg 
gcagctgaga gctgggaaca gcgccgaggg ccactgggtg 
tagcgcagag gcggaactga tctttttaga ggaatcacca 
cagcctgggc atctatggca cagagggtcg tgagtgccta 
caggtgggag cgacgtagct gtgggcgcct gtgcactgag 
gaggaaaact gaggtcataa gcagctgtaa ctgcaaattc 
gtgtgaccag tgtaggcatg tggtgagcaa gtattactgc 
ccagtccctg ggtaagggca gtgcctga 



350 
420 
480 
540 
600 
560 
720 
768 



<210> 11 

<211> 255 

<212> PRT 

<213> homo sapiens 

<400> 11 

Met Tyr He He Thr Lys Asn Cys Ser Met Gly Asp Phe Glu Asn Cys 

15 10 15 

Gly Cys Asp Gly Ser Asn Asn Gly Lys Thr Gly Gly His Gly Trp He 

20 25 30 

Trp Gly Gly Cys Ser Asp Asn Val Glu Phe Gly Glu Arg lie Ser Lys 

35 40 45 

Leu Phe Val Asp Ser Leu Glu Lys Gly Lys Asp Ala Arg Ala Leu Met 

50 55 60 

Asn Leu His Asn Asn Arg Ala Gly Arg Leu Ala Val Arg Ala Thr Met 
65 70 75 80 

Lys Arg Thr Cys Lys Cys His Gly He Ser Gly Ser Cys Ser He Gin 

85 90 95 

Thr Cys Trp Leu Gin Leu Ala Glu Phe Arg Glu Met Gly Asp Tyr Leu 

100 105 110 

Lys Ala Lys Tyr Asp Gin Ala Leu Lys He Glu Met Asp Lys Arg Gin 

115 120 125 

Leu Arg Ala Gly Asn Ser Ala Glu Gly His Trp Val Pro Ala Glu Ala 

130 135 140 

Phe Leu Pro Ser Ala Glu Ala Glu Leu He Phe Leu Glu Glu Ser Pro 
145 150 155 150 

Asp Tyr Cys Thr Cys Asn Ser Ser Leu Gly He Tyr Gly Thr Glu Gly 

165 170 175 

Arg Glu Cys Leu Gin Asn Ser His Asn Thr Ser Arg Trp Glu Arg Arg 

180 185 190 

Ser Cys Gly Arg Leu Cys Thr Glu Cys Gly Leu Gin Val Glu Glu Arg 

195 200 205 

Lys Thr Glu Val He Ser Ser Cys Asn Cys Lys Phe Gin Trp Cys Cys 

210 215 220 

Thr Val Lys Cys Asp Gin Cys Arg His Val Val Ser Lys Tyr Tyr Cys 
225 230 235 240 

Ala Arg Ser Pro Gly Ser Ala Gin Ser Leu Gly Lys Gly Ser Ala 



245 



250 



255 



<210> 12 
<211> 105 
<212> DNA 



<213> homo sapiens 



<400> 12 

atggggaacc tgtttatgct ctgggcagct ctgggcatat gctgtgctgc attcagtgcc 60 
tctgcctggt cagtgaacaa tttcctgata acagggccca tctga 105 



<210> 13 

<211> 34 

<212> PRT 

<213> homo sapiens 

<400> 13 

Met Gly Asn Leu Phe Met Leu Trp Ala Ala Leu Gly lie Cys Cys Ala 

15 10 15 

Ala Phe Ser Ala Ser Ala Trp Ser Val Asn Asn Phe Leu lie Thr Gly 
20 25 30 

Pro lie 



<210> 14 

<211> 72 

<212> DNA 

<213> homo sapiens 

<400> 14 

atggggaacc tgtttatgct ctgggcagct ctgggcatat gctgtgctgc attcagtgcc 
tctgcctggt aa 

<210> 15 

<211> 23 

<212> PRT 

<213> homo sapiens 

<400> 15 

Met Gly Asn Leu Phe Met Leu Trp Ala Ala Leu Gly lie Cys Cys Ala 

15 10 15 

Ala Phe Ser Ala Ser Ala Trp 



<210> 16 

<211> 111 

<212> DNA 

<213> homo sapiens 

<400> 16 

atggggaacc tgtttatgct ctgggcagct ctgggcatat gctgtgctgc attcagtgcc 
tctgcctggt cagtgaacaa tttcctgata acaggtccca aggtaggatg a 

<210> 17 

<211> 36 

<212> PRT 

<213> homo sapiens 

<400> 17 

Met Gly Asn Leu Phe Met Leu Trp Ala Ala Leu Gly lie Cys Cys Ala 

15 10 15 

Ala Phe Ser Ala Ser Ala Trp Ser Val Asn Asn Phe Leu lie Thr Gly 

20 25 30 

Pro Lys Val Gly 
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<211> 1056 
<212> DNA 
<213> homo 



sapiens 



<400> 18 

atgggtcacc tggttttgca tggtcaccct ggcacattac aggtggaagg ggtctttggg 60 
agtaccaggt cagtgaacaa tttcctgata acaggtccca aggcctatct gacctacacg 120 
actagtgtgg ccttgggtgc ccagagtggc atcgaggagt gcaagttcca gtttgcttgg 180 

240 
300 
360 
420 
480 



gaacgctgga actgccctga aaatgctctt cagctctcca cccacaacag gctgagaagt 
gctaccagag agacttcctt catacatgct atcagctctg ctggagtcat gtacatcatc 
accaagaact gtagcatggg tgacttcgaa aactgtggct gtgatgggtc aaacaatgga 
aaaacaggag gccatggctg gatctgggga ggctgcagcg acaatgtgga atttggggaa 
aggatctcca aactctttgt ggacagtttg gagaagggga aggatgccag agccctgatg 
aatcttcaca acaacagggc cggcagactg gcagtgagag ccaccatgaa aaggacatgc 540 

500 
660 
720 
780 
840 
900 
960 
1020 
1056 



aaatgtcatg gcatctctgg gagctgcagc atacagacat gctggctgca gctggctgaa 
ttccgggaga tgggagacta cctaaaggcc aagtatgacc aggcgctgaa aattgaaatg 
gataagcggc agctgagagc tgggaacagc gccgagggcc actgggtgcc cgctgaggcc 
ttccttccta gcgcagaggc ggaactgatc tttttagagg aatcaccaga ttactgtacc 
tgcaattcca gcctgggcat ctatggcaca gagggtcgtg agtgcctaca gaacagccac 
aacacatcca ggtgggagcg acgtagctgt gggcgcctgt gcactgagtg tgggctgcag 
gtggaagaga ggaaaactga ggtcataagc agctgtaact gcaaattcca gtggtgctgt 
acggtcaagt gtgaccagtg taggcatgtg gtgagcaagt attactgcgc acgctcccca 
ggcagtgccc agtccctggg taagggcagt gcctga 



<210> 19 
<211> 351 
<212> PRT 

<213> homo sapiens 



<400> 19 
Met Gly His Leu 
1 

Gly Val Phe Gly 
20 

Pro Lys Ala Tyr 
35 

Ser Gly He Glu 
50 

Cys Pro Glu Asn 
65 

Ala Thr Arg Glu 

Met Tyr He He 
100 

Gly Cys Asp Gly 
115 

Trp Gly Gly Cys 
130 

Leu Phe Val Asp 
145 

Asn Leu His Asn 

Lys Arg Thr Cys 
180 

Thr Cys Trp Leu 
195 



Val Leu His Gly 

5 

Ser Thr Arg Ser 

Leu Thr Tyr Thr 
40 

Glu Cys Lys Phe 
55 

Ala Leu Gin Leu 
70 

Thr Ser Phe He 
85 

Thr Lys Asn Cys 

Ser Asn Asn Gly 
120 

Ser Asp Asn Val 
135 

Ser Leu Glu Lys 
150 

Asn Arg Ala Gly 
165 

Lys Cys His Gly 

Gin Leu Ala Glu 

200 



His Pro Gly Thr 
10 

Val Asn Asn Phe 
25 

Thr Ser Val Ala 

Gin Phe Ala Trp 
60 

Ser Thr His Asn 
75 

His Ala He Ser 
90 

Ser Met Gly Asp 
105 

Lys Thr Gly Gly 

Glu Phe Gly Glu 
140 

Gly Lys Asp Ala 
155 

Arg Leu Ala Val 
170 

He Ser Gly Ser 
185 

Phe Arg Glu Met 



Leu Gin Val Glu 
15 

Leu He Thr Gly 
30 

Leu Gly Ala Gin 
45 

Glu Arg Trp Asn 

Arg Leu Arg Ser 
80 

Ser Ala Gly Val 
95 

Phe Glu Asn Cys 
110 

His Gly Trp He 

125 

Arg He Ser Lys 

Arg Ala Leu Met 
160 

Arg Ala Thr Met 
175 

Cys Ser He Gin 
190 

Gly Asp Tyr Leu 
205 
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Lys Ala Lys Tyr Asp Gin Ala Leu Lys lie Glu Met Asp Lys Arg Gin 

210 215 220 

Leu Arg Ala Gly Asn Ser Ala Glu Gly His Trp Val Pro Ala Glu Ala 
225 230 235 240 

Phe Leu Pro Ser Ala Glu Ala Glu Leu lie Phe Leu Glu Glu Ser Pro 

245 250 255 

Asp Tyr Cys Thr Cys Asn Ser Ser Leu Gly lie Tyr Gly Thr Glu Gly 

260 265 270 

Arg Glu Cys Leu Gin Asn Ser His Asn Thr Ser Arg Trp Glu Arg Arg 

275 280 285 

Ser Cys Gly Arg Leu Cys Thr Glu Cys Gly Leu Gin Val Glu Glu Arg 

290 295 300 

Lys Thr Glu Val lie Ser Ser Cys Asn Cys Lys Phe Gin Trp Cys Cys 
305 310 315 320 

Thr Val Lys Cys Asp Gin Cys Arg His Val Val Ser Lys Tyr Tyr Cys 

325 330 335 

Ala Arg Ser Pro Gly Ser Ala Gin Ser Leu Gly Lys Gly Ser Ala 
340 345 350 

<210> 20 

<211> 105 

<212> DNA 

<213> homo sapiens 

<400> 20 

atgggtcacc tggttttgca tggtcaccct ggcacattac aggtggaagg ggtctttggg 
agtaccaggt cagtgaacaa tttcctgata acagggccca tctga 

<210> 21 

<211> 34 

<212> PRT 

<213> homo sapiens 

<400> 21 

Met Gly His Leu Val Leu His Gly His Pro Gly Thr Leu Gin Val Glu 

15 10 15 

Gly Val Phe Gly Ser Thr Arg Ser Val Asn Asn Phe Leu lie Thr Gly 
20 25 30 

Pro lie 



<210> 22 

<211> 111 

<212> DNA 

<213> homo sapiens 

<400> 22 

atgggtcacc tggttttgca tggtcaccct ggcacattac aggtggaagg ggtctttggg 
agtaccaggt cagtgaacaa tttcctgata acaggtccca aggtaggatg a 

<210> 23 

<211> 36 

<212> PRT 

<213> homo sapiens 

<400> 23 
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Met Gly His Leu Val Leu His Gly His Pro Gly Thr Leu Gin Val Glu 

15 10 15 

Gly Val Phe Gly Ser Thr Arg Ser Val Asn Asn Phe Leu lie Thr Gly 

20 25 30 

Pro Lys Val Gly 
35 

<210> 24 

<211> 2257 

<212> DNA 

<213> homo sapiens 

<400> 24 

tatggggaac ctgtttatgc tctgggcagc tctgggcata tgctgtgctg cattcagtgc 60 

ctctgcctgg taagtccttt cccaaccctc actccttgcc aaggaggccc ccattgtctc 120 

atccccattc acctctgcct cactttttct ctttttggta gagcggttcc agcaccgggt 180 

tcggaggtag gccagcccca ccagaatgag agcttggcca ggatgaaaat atctgctaat 240 

tcatcttggg ctcataagta ctgagtattg gcgtttcccg aatgggtcac ctggttttgc 3 00 

atggtcaccc tggcacatta caggtggaag gggtctttgg gagtaccagg tcagtgaaca 3 60 

atttcctgat aacaggtccc aaggtaggat gatctccagc ttctgttttt acccactgag 420 

ggccctaagg ggactcttct ggagaaaaga ggggcgggga cagtgccaga gcccctcacc 480 

cagaggaacc catggttgat tcttaatgga gagctggccc atctgagtcc tgcctgctcc 540 

cccaaccaca gatgacccat accgggcaga agctcacagc ccttttccct ttgccaggcc 600 

tatctgacct acacgactag tgtggccttg ggtgcccaga gtggcatcga ggagtgcaag 660 

ttccagtttg cttgggaacg ctggaactgc cctgaaaatg ctcttcagct ctccacccac 720 

aacaggctga gaagtgctac cagagagact tccttcatac atgctatcag ctctgctgga 780 

gtcatgtaca tcatcaccaa gaactgtagc atgggtgact tcgaaaactg tggctgtgat 840 

gggtcaaaca atggaaaaac aggaggccat ggctggatct ggggaggctg cagcgacaat 900 

gtggaatttg gggaaaggat ctccaaactc tttgtggaca gtttggagaa ggggaaggat 9 60 

gccagagccc tgatgaatct tcacaacaac agggccggca gactggcagt gagagccacc 1020 

atgaaaagga catgcaaatg tcatggcatc tctgggagct gcagcataca gacatgctgg 1080 

ctgcagctgg ctgaattccg ggagatggga gactacctaa aggccaagta tgaccaggcg 1140 

ctgaaaattg aaatggataa gcggcagctg agagctggga acagcgccga gggccactgg 1200 

gtgcccgctg aggccttcct tcctagcgca gaggcggaac tgatcttttt agaggaatca 12 50 

ccagattact gtacctgcaa ttccagcctg ggcatctatg gcacagaggg tcgtgagtgc 1320 

ctacagaaca gccacaacac atccaggtgg gagcgacgta gctgtgggcg cctgtgcact 1380 

gagtgtgggc tgcaggtgga agagaggaaa actgaggtca taagcagctg taactgcaaa 1440 

ttccagtggt gctgtacggt caagtgtgac cagtgtaggc atgtggtgag caagtattac 1500 

tgcgcacgct ccccaggcag tgcccagtcc ctgggtaagg gcagtgcctg ataatayccc 1560 

acacaagttc acttgattaa ttgcatcagt ggaaggggac atagcttctc tcttagagag 162 0 

aacagattgg aaagcaatcg gaaaattgca gttttggtct gtagtcctca tgatatctgc 1680 

tatcagtggg gaaaatggag gcccaagatt ctacagcata ttcctggcgg ggctgaaatt 1740 

ggaacctggg cctcctgact ttggcagacc cccatttcat ctttcctgca aactactttc 1800 

ccatctttgt gcctgtactt atgcagcttt ctacagggag agtttggttt ggggtctata 1860 

tctagaggga ccttcaaagt atttgttcct ttaaatttca gaccatgtcc aacccagctg 1920 

tgctgctggg aatcaggaga atagaagcaa aaaacgaaag agttctgttc agacttctga 1980 

agagcagcct gtggctacaa atctatgctg ataaatgaga attaggagct cctaagaaaa 2040 

ccctgagtcc tgttccccgg gtctcctttg gttcactgcc aatctactca ggcttgctgg 2100 

caggtgagta agtggttagg gaaactagag tggaaaggaa gtaattgatc acctactaaa 2160 

tgtcaggtgc ttaacagata tcggctcctt caatcctcag gccaatccaa ttaaagaggt 222 0 

acaattattc cttttcaact actgaggaaa ctggctc 2257 
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